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Indagine per suscettibilita per celiachia

Indagine eseguita su una coppia di gemelli Primo prelievo
Fratello maschio, tipizzato con SSO:
DRB1*04,*13; DQA1*01:02,*03:01; DQB1*03:02,*05:01

View Delta @@—'—@ I Group Exon |I| @ Pair |FDICE I TypefSubT_l,JpeI Matchl Sero I

Max Scale I
100
HSO0 an
HOoO a0
FS00 70

Ho Solution

DOEL*05:01:01:01 DQEL*03:04:01 FP# 012
DOEL*05:01:01:01 DQEL*03:04:03 FP§ 012
DOEL*05:01:01:02 DQEL*03:04: 01 FP# 0LZ
DRQEL*05:01:01:02 DQEL*03:04: 03 FP# 0LZ
DOE1*05:01:01:03 DQE1*03:04: 01 FP# 012
DOE1*05:01:01:03 DQE1*03:04: 03 FP# 012
DOE1*05:01:01:04 DQE1*03:04: 01 FP# 012
DOE1*05:01:01:04 DQE1*03:04: 03 FP# 012
DOBEL*05:01: 01; 05 DOQEL*03:04:01 FP# 012
DOEL*05:01:01: 05 DOQEL*03:04:03 FP# 012
DOEL*05:01:03 DQEL*03:04:01 FP# 012

DOEL*05:01: 0353 DQEBEL*03:04:03 FP§ 012 ‘:J
Exclude Exon 3 [ DaAl DoB1
Assigned Allele Pairs v | x ||| Assigned Sero

DOAL*01:02:01:01 DQAL*OE:0L5:01 HDQ7 DQS
DQEL1*03:04:01 DOB1*05:01:01:01

a |
|

signed Sero

Other Assignment |

!
|

Other Assignment I

F

034
035

User Comment: I

System Comment: | Mo Solution[DRET).

well [43(1,C5) | PID | 78507 [LID | | SID |23012018_DRE1-HD_32L_150847_HO CID |RSSOHZEL_011_01 | NOM,/Imgt | July 2017/3.29.0 | TestC
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Indagine per suscettibilita per celiachia

Si esegue sequenza del locus DRB1

Kl L i
L 63 64 65 [ &7 [£] [E] 70 1
R W H H R R W M M M R ‘vl @ H o B B R W W M M o] W 8]
273 274 275 276 277 278 279 280 281 282 283 284 245 286 |287 288 289 280 291 292 203 204 205 206 297 2985 289

Samples | 5

el eterozygous,DF|3.-"4.-"B.-"11,[DHB1*D4:D4DHB1"11:2D=53:4?[141358]WGBJDHB1_ED1_DDS_2D18-01-30 GIESABIT L2000 - Matches'
[ @) -
- : DRB1*04:04:01, 11:20
- - - y -
e
: DRB1*04:08:01, 11:16
. - - y -
: DRB1*04:61, 13:01:01:01
° Shawn: - ] - - -
— gl | DRB1*04:138, 14:30
Filt - ! "
(G| jheterozpgous, DR3/M/6/11, [DRET04:04 DRE1*11:20 = 5248 (MBASEIRET_E02_010_2018-01-30 (RC) G409 A274 TA20 307 OV 0.0 - IT_S_E
M 2 6 ¢ ¢ & 6 2 & 6 6 & dq @[T ¢ 6 T 6 6 &+ A s & B rR {° l_\
A — - 0
VL Allele azsignments: [l Fi
_ Matches: -
CRE1*04:04:01, 11,
- CRB1*04:08:0,
- DRE1*04:E1, 0101 owd -+
DRET+04:138, 1430 cwd -
- Usze G55F Codon86 to iesolve all ambiguities
- Allele ambiguities:

CRE1#11:20

(DRB1*11:122 Exon 2 286 cwd -
CRE1*04:04:M

:DRET*04:04:14 Ewon 3 543 cwd-
:DRB1#04:0415 Exon 3 471 cwd-
:DRET*04:56:01 Exon 2 286 cwd-
:DRB1#04:258  Ewon 3505 cwd-
:DRE1*04:272  Ewon 3 563 cwd-
CRE1*11:16

:DRE1-11:40 Exon 2 286 cwd -

Scalerbp 29 |l Save Changes | [~ Approved Last Position Yisited: 116 \f7| Position |285 << | « Approve | >> |
0 0000000000000 ] [
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Indagine per suscettibilita per celiachia

Si esegue sequenza del locus DQB1

(B

5 96 a7 98 @ 100 101 102 103 J
I T 6 6 A 6 v ¢ d @|H A R T 6 W ¢ v A T © Y Y ¢ 5 N
330 331 382 383 384 335 336 347 388 339 390 391 3092 393 394 395 395 397 398 399 400 401 402 403 404 405

Ql
7
@

+|=1|o

eterozygous, [DOET05:01 DEEBT*03:02 = 43:567 (30-62) n=11] 18-1089_DOE1_Ex3 BO7_003_2018-01-30

¢c o E|c » & T & 4 ¢

G:1038 A:B25 T:1303 C:734 Ov: 0.0

c A T c T c

c

C

c

1

— \
eterozygous, [DEBT05:01 DOBT03:02 = 47:53 [39-65) n=1118-1089_DGEB1_Ex3 BO3_004_2018-01-30 [RC) G:2074 A:974 T:1340 C:837 Ov: 0.07
T G G A G c c g @ ! A G T G A c c A | c T c c c
A 2 —

~

Matches:

DQB1*03:02:01:01,05:01:01:01
DOQB1*03:02:11,05:01:10
DQB1*03:11,05:51
DQB1*03:228,05:69

r
™ Quality al /(

Allele assignn}/ /\E‘]ﬁ

Matches: =

DOE1-03:02:01:01,
DOBT*03:0211, 050110
LOB103:11, 05:51
DOBT"03:228. 0563

Usze G55F QBY and AB16 to rezolve all ambiguiies

Allele ambiguities:

DOB103:02.01:01

: DEBT*03:02:0:02

: DEBTA03:02:0:03

: DEBT-03:02:0:04

: DEBT*03:02:0:05

: DEBT03:02:0:06

1 DEBT"03:02:26 Exon 4: 744

:DEBT"03289  Exon1: 61

:DOB1*0295  Ewon 4: 740

:DEBT"03:296  Ewxon 4: 722
DOB1*03:321  Exon 4 B2

Scale: bp 25 | |l Save Changes | [ Approved

Laszt Position Yisited: 376 \Dl Puasition |388 << |

DOET05:01:01:01

05:01:01:01
*owd -
*owd -
*owd -

« Approve |i|
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Secondo prelievo

Sequenza DRBL1.: si ottiene lo stesso risultato del primo prelievo
Viene utilizzato primer gruppo specifici

Ricerca della soluzione

Al IC1 SamDIES|Genes|
5 13 7 3 ] 10 1 12 132
I c ow n o on T kK T v v v dWIR v N w s N N ¥ R N WV N _N rI [12108P4
101 102 103 104 106 106 107 108 108 110 11 112 113 114 116 116 117 118 118 120 121 122 123 124 126 126 [HLA-DREY
L] T [
a omozygous, DR4 18-1089P4_DRB1_G0T_003_2018-02-01 GI3BE&900 T B L3200 -
Ml ¢ & ¢ @ @4 6 ¢ & @ T T A A A C A
@
14 Ym
v 187 s@m
197 CM (..
202 M(A)
MR W ITI
Shown: IE
- Allele Freqg. W
Fiters——
)] fromozygous. DR4 18-1083P4_DRB1_G02_014_2018-02:01 (RC) :2237 41573 T:2259 C1853 @Y 0. - [ 'T'_ o
% c A& ¢ e T T T ¢ T T d : -
Z @ _ I Qualiy

Allele azsighments:
Match:
DRE1*04:04:01 .-

Allele ambiguities:
DRE1+04:04:01

Code definitions:

Mo genatype amb_iguit\es

:DRET*04:04:14 Exon3: 543 owd-
:DRB1*04:04:15 Exon 3: 471 owd -
- :DRET*04:258  Ewon 3 505 cwd-
(DRET*04:272  Ewon 3 563 cwd-

Sequence Exon 3 to resolve the allele ambiguities

DRET*04: B == 04./2588/272

Matches: -~
DRB1*04:04:01 B

=P 0Bt pE e
DRE1*04:04F - LI
Scale: bp 25 | |l Save Changes | [ Approved Last Position Yisited: 103 7| Position |112 << | « Approve | 3 |
| —
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A

Ricerca della soluzione

Secondo prelievo

Viene utilizzato un primer gruppo specifico
che amplifica i DRB1*03, *11, *13 e *14

I

&5

&7

&8

&8

T

E N M R W M H 'l B B R V v M M o] V D W R M

Tz 72 J
il N M M M

281 282 283 284 285 2886 287 285 289 290 291 2082 203 284 295 2086 297 298 2909 300 301

302 303 304 306 306 30

/ Matches: \
DRB1*11:01:01:01,13:01:01:01
DRB1*11:02:01,13:05:01
DRB1*11:04:01,13:02:01:01
DRB1*11:09,13:22:01
DRB1*11:11:01,13:06
DRB1*11:14:01,13:42

eterozpgaous, DR3/11/6, [DRET11:01 DRET*13:01 = 44:56 (26-663A€HIP3_DRE1_FO5_011_2018-02-28

G:435 A230 T:325 5130 0% 0.0

Q)
7
@

G G G G G c c

c W T
—

c c T G G

(5] [heterazygous, DRZ/11/6, [DRET11:01 DRET*13:01 = 43:57 (30-841W9RE_DRE1_FOB_012_2018-02-28 [RC) GiE3B ad452 T4RECASE OV 00 -] e = 0 tassssssss il
[vl G G A c W T c c T G G A A G A c R R G c G G G c c (
@ — — -
| e /m Fields]
_ Mat . -
CRE1*11:01:01:01, 13:01:01:01 i
- CRET1:0201. 130501
- DRET*11:04:01, 12:0201:M —
DRE1-11:09, 1xzz0
- CRE1*11:11:01, 1308
- CRET1114:01, 1342
CRE1¥11:16, 13140
> -— - DRE1-11:20, 13110
CRE1*11:03:01, 13157 cwd +-
CRE1*11:18, 1363 cwd +-
DRET119:01, 13111 cwd +-
CRE111:28:01, 1352 cwd +-
CRE1*11:40, 1382 =20
CRET11:58:01, 139702 cwd - -
DRE111:58:02, 139701 cwd - -
CRE111:62:01, 1363 cwd - -
DRET11:113, 132302 cwd - -
DRET*11118, 136001 cwd - -
Use G55P Codon86+5pecificity to resolve all ambiguities ;I

DRB1*11:16,13:14:01

DRB1*11:20,13:11:01

DRB1*11:03:01,13:157
DRB1*11:18,13:63

Scale: bp 25 |

H Save Changes | [~ Approved

Laszt Position Yisited: 112 I')l Puosition I‘IDS << |

« Approve
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Ricerca della soluzione

Secondo prelievo

Sequenza locus DQB1 da come risultato: DQB1*03:02, *05:01
DQB1*03:11, *05:51
DQB1*03:228, *05:69

cDHA 110 120 130 l 140 150 160 170 I 180 150 200
DQEL*05:01:01:01 L GGATTTCGTG TACCAGTTTA AGGGCOCTGTG CTACTTCACC ARCGGGACGE AGCGCGTGCG GGGTGTGACC AGACACATCT ATAACCGAGA
DQEL*02:01:01:01 e s Cmflm——— mmmmmmmm e e TTA———--—= ——- Tomm——m o
DQEL*02:02:01:01 e I ————— Bmmmm e e I -—= TOT-----——- -—- e
=DHA 210 220 230 240 2E0 260 270 280 290 200
DQEL*05:01:01:01  GGAGTACGTG CGCTTCGACA GCGACGTGGG GGTGTACCGG GCAGTGACGEC CGCAGGGGCG GCCTGTTGCC GAGTACTGGA ACAGCCAGAR GGAAGTCCTG
DQBEL*03:01:0L:01  ——----—- DA —————————— ————— - B o—mm———mmmm - G--——--- ——- T---—- co--—— E e e
DQBEL*03:02:0L:01  ——----—- DA —————————= —mm——mmmmm oo T--- —- e T---—- co--—— CC-== —mmm——mmmm —mmmmm e o
=DHA 210 220 230 240 2E0 260 270

DQEL*0E:01:01:01  GAGGGEGCCC GGECGTCGGT CRACAGGETE TGCACACACA ACTACGAGGT GECGTACCGC GGGATCCTGC AGAGCAGALC

DQEL*02:01:0L1:01  ——-A--A——— --———— BA-T- —-——-0-—== ———==————— ————0--T- —-A-CT-——- AC——C-T--- —-C--C---

DQEL*02:02:0L:01  ——-A--A——— -———— BA-T- —-—--0-—== ———==————— ————[--T- ——A-CT———- AC——C-T--- —-C--C---

S. C. Laboratorio di Istocompatibilita



Ricerca della soluzione

Sequenza locus DQB1 da come risultato: DQB1*03:02, *05:01
DQB1*03:11, *05:51

l 140

DQB1*03:228, *05:69

i

cDNL 110 1z0 130 150 160 170 A A R V200
DQEL*0E:01:01:01 L GGEATTTCGTG TACCAGTTTA AGGGCCTGTG CTACTTCACC AACGGGACGE AGCGCGTECES 130 131 132 1@ 134 |1 5 135 'ACA
DUE1*03:01:01:01 T TTTTTTTTTT TTTTTTTTTT o C-l-——— ——--——-= = —oTTooTTTT ST 170501 DOB1*03:02 = 335??&5{%30 1814777
DQEL*02:02:01:01 e mm e Bmm e e o Joel 4
cDHL z10 2z0 z30 240 250 z60 270
DQEL*05:01:01:01  GGAGTACGTG CGCTTCGACA GCGACGTGGG GGTGTACCGS GCAGTGACGC CGCAGGGGCGE GCCTGTTECC
DQEL*02:01:01:01  -——-——-- CA ———-——m——m —mmm——m o Ao - G-———-—— -—- T-—--- L ——--- AC-—-
DQEL*02:02:01:01  -——-——-- CA ———m—mmm—m —mmmmmmmom o T-—— - G-———-—— -—- T-—--- C ——--- cc-—-
=DHL 210 320 230 240 3E0 260 370
DQEL*05:01:01:01  GAGGGEEECCE GEECGTCOCGT CLACAGGETG TOCAGACACA ACTACGAGGT GGECCTACCGC GGGATCCTGC
DQEL*02:01:01:01  -——A-—h--— -——-—- BA-T- -—==-0-=--= ———=—-—=——— —————(--T- —-A-0T---- AC0--C-T--- m— =
IQE1*03:02-01:-01 ———h——j——— ———— GA-T—- —-————[C—==-= —————————-e —————[—=T- —-A-CT---- AC--C-T-—-—-1"0%071 DOET*03:02 = 40:60 [23-54] n=24]8-1430
A A G (@ M
|
z
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Ricerca della soluzione

Sequenza locus DQB1 da come risultato: DQB1*03:02, *05:01
DQB1*03:11, *05:51
DQB1*03:228, *05:69

cDHA 110 1z0 130 140 150 150 170 1 180 120 200
DQEL*0E:01:01:01 A GGATTTCGTG TACCAGTTTA AGGGCCTGTG CTACTTCACC AACGGGACGG AGCGCGTGLG GGGTGTGACC AGACACATCT ATAACCGAGA
DQEL*03:01:01:01 e e - C-A-- ] [ % ——————— TTh-—————— ——- Tm—m—mm ————o——
DOEL*03:02:01:01 e e e A-p—t D M . HER e o oo
33 189 170 1&1 172 ﬂ’s 174 1

cDHA 210 zz0 230 5'09_0'1%_2'313-03-25\/ I 270 280 290 300
DQEL*05:01:01:01  GGAGTACGTG CGCTTCGACE GOGACGTGGG cereracel Fl 6 Kk B K IEETGTTGEE GAGTACTGGA ACAGCCAGAA GGAAGTCCTG
DQEL*03:01:01:01  -————-—- Ch ———————— = ————————— A o———————- mmmBOmmm o mmmm e mm e
DQEL*03:02:01:01  -————-—- Ch ——————m— = —m o T- m—=[Q—== ——mmmmmmmm mmm e
cDHA 310 220 330 : 270

DQEL*05:01:01:01  GAGGGEGCCC GGGECGTCGET GGACAGGGTG TGCAGACE GATCCTGE AGAGGAGAS

DQEL*03:01:01:01  ———A-—A-—— ———-- GL-T- —-—-- C-—mm ———————- |-—C-T--- —--C--C---

DQEL*03:02:01:01  ———f-—A-—— ———-- GL-T- —-——- C-—mm ———————- Ar——c—'r——— -—C--C—--

0_016_2018-03-26 [RC)
i C c M s K T G
|

S. C. Laboratorio di Istocompatibilita



Ricerca della soluzione

Sequenza locus DQB1 da come risultato: DQB1*03:02, *05:01
DQB1*03:11, *05:51
DQB1*03:228, *05:69

cDHL 110 120 130 140 150 160 170 180 150 200
DREL*0E:01:01:01 &4 CGATTTCCTG TACCAGTTTA AGGEOCTGTG CTACTTCACC AACCCGACGE AGCGCOETGCG GECTGTGACC AGACACATCT ATARCCCAGA
DREL*03:01:01:01 e s Cmfim——= ————mmmmmm mmmmo oo e TTA-—————= ——— T-———mm ————mm

DREL*03:02:01:01 I EEEEEEE | S h-mmm [45\ —————————— TCT-—————= ——— e
D vV N
2

28 Ekﬁ 230 2}1 232

=DHL 210 220 220 240 270 280 290 200
DQEL*05:01:01:01  GGAGTACGTG CGCTTCGACA GCGACGTGEG GOTGTACCGE cel 015 2018 JCCTETTGCC GAGTACTGGA ACAGCCAGAL GGAAGTCCTG
DREL*03:01:01:01  —————--- Ch ———————m—— —m - A —-m———---— 1 /G G A R —am—m e e
DREL*03:02:01:01  —————--- CA —————mmmm— mmmm e -—- — |} 1 fl ----oomem e e
=DHL 210 220 230 240

DQEL*05:01:01:01  GAGGGEECCEC GGEECGTCOCGT GLACAGGETG TOCAGACACA AC ACACGAGAR

DREL*03:01:01:01  ———A--A-——— ————- BA-T- —---- Ommmm —mmmmmmm e —— --C--0-—-

DQEL*03:02:01:01  ———A--A-——— ————- BA-T- —---- Cmmmm —mmm—mmmmm --C--0——-

NE_2018-03-26 [RC]
G G G G
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cDMA

DOEL*0E5:
DQEL*03:
DQEL1*03:

cDMA

DQEL*0S:
DQEL*03:
DOEL*03:

cDMA

DQEL1*0EL:
DOE1*03:
DQEL*03:

Ricerca della soluzione

Sequenza locus DQB1 da come risultato: DQB1*03:02, *05:01
DQB1*03:11, *05:51
DQB1*03:228, *05:69

0l:
0l:
0z:

0l:
0l:
0z:

0l:
0l:
0E:

0l:
0l:
0l:

0l:
0l:
0l:

0l:
0l:
0l:

ol
ol
ol

ol
ol
ol

ol
ol
o1

110 1z0
A GEATTTCGTG

El0 zZz0
GEAGTACGTG CGCTTCEACA
________ BR coooooooos

210 2z0
GAGGGGGCCC GEGCETCGGT
SooiEaiisos cooos GA-T-
Soofieoiicos cooos GA-T-

130
TACCAGTTTA

Z30

230

140 150 160 170 180 190 200
AGGECCTGTG CTACTTCACC ARCGGGACEC AGCGCGTGCC GEGTGTGACC AGACACATCT ATAACCGAGA
L TTa-—————- -—-— T-————— —————————-
Y BE . ——————— ———__ s PElccoooos oo Pomooos coosooomos
) N Y D ¢
54 455 266 367 288 260
Y 260 270 z&0 230 300
GGﬂEle' 'AGEGECE GCCTGTTECC GAGTACTGGA ACAGCCAGRA GRAAGTCCTE
___, ] ¥ Y G C p——- R — Afoos coocoooooos coooooooon  Sooooooooo
I | 0 ————— o o
260 270
TGC 'BTACCGC GGCATCCTGC AGAGGAGAG
- \~CT---- AC--C-T--- --C--C---
- \~CT---- AC--C-T--- --C--C---
20180326 [RE)
G Y Y 8 C
I
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Ricerca della soluzione

Secondo prelievo

Sequenza locus DQAL si utilizzano tre primer gruppo specifici

P1 per il DQA1*01
P2 per gli allelei DQA1*02,*04,*05 e*06
P3 per il DQA1*03

Si ¢’ '
P1 Fenotlpo

P2 DRB1*04:04,*11,*13
"3 DQB1*03:01,*03:02,*05:01
DQA1*01:02,%03:01,*05:01

© Can Stock Photo - csp18487754
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Ricerca della soluzione

Cromosoma X

Cromosoma Y

dZd4 D604 LIS 0ZHOWD OLiad SEERIE L V] L1ws FIUAS SOdHL LZ2d0

WS ISIL BLODY  B5HYD aldHd BFZZEI01<0 L3740 Zdds EL9Y WIJZHS

.
1LMEY 2471 Fwddd  ZZH0W] L1SHD ZHwwd

TS sl W3HA @i SLOYME ENIJS LENAT KHod

L1 HL i e’ ok, LI ofy = "a
Ff50 500H wdwE eawl wewaadsd 8axE 4w Y o494 WHD GLHOJdESHl  WZ3dan |Ndy

140 Laiw e LE0EN 310 Mod| 247H NE 120y 00dy PRdd| LEddd QgHewd dag

Wrd WENL ENkdWHHLA W0 o ls

52dAvd LxDM  9Ndwl  ZI0HL

o 52

dJLALll sAdS1

ZhdEl

tAdEL

gZALlLll OZALLL
ALLHAd 2EALLL

HaLdZ ZEALLL LLALLL
= o
=

1
qiii

pll

TAHA EACE
Agtaa YOSZOOWMEIN  JITAWEHEYT ZAd8
AEASN GOZZO0FNHON AFSdH A +2vd _
(=1 o1 ZAYLEIY  AWLAIE ZAMd  ZAdE

LAZORONTA 5 LAY LPINEY OLALLLEZHG | 1ADD

= B & & b

- - - -— - o
= o o o =

H
I

[S— I

5.0 Mb
10,0 #tb

15.0 ik
20,0 Mb
25,0 Mb

CGH-array analysis were performed using a Human Genome CGH Microarray Kit

8x60K (Agilent) with a resolution of 100Kb according to manufacturer’s instructions.

Software analysis was performed with Cytogenomics 3.0.6.6 (Agilent).
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Ricerca della soluzione
gfPCR

™ Genotypes Plot

Cromosoma 13

Cromosoma 18

File Edit View Tools Alleles Help

Plot Setting: Devyser Complete v2 < | Panes:[4 - | AEEEER |
4 ‘ MH@|MM"§. ‘ Lk = Genotypes Plot =l
Sample File Sample Name | Panel Merker (05 [SHP (OBA [SPA (SPBIN [PHR [LPH [SPU [arC ol T Help
ST.B.9-4.2_pl96aZ ST.ES42 Dewyser Complet 13E | ‘ ‘ ‘ | |ﬁ Plot Setting: | Devyser Complete w2 ~|[@ ‘ Panes: |4 v: | . [ ]!} ‘ B as
[3E i
180 130 200 @J\: L M‘@ | "“'L 4= | &
2000 sample File Sample Name | Panel Marker |05 SHP (OBA GPA (8P BIN PHR |LFH |SPU AN |BD |DF |NB CC OYL GO
ST 842 plaBaz 5TBE-4 2 Dewyser Complet | 181 | N ] | ) B
1000 —
[183
.A 4 450 450 ar a0 a3
o
[rosa o215
300
«
091.2_pl9800_z7|091.2 Devyser Complet | 13E o
[3E 0
18] 18) 18] 18]
200
500 d b
a0 031 2bis_pl3500_ 031 2bis Devyser Complet |13 & [2]
200 183
U 4 450 ] am 40 ]
o 1750
600
il 400
M.2bis_pl9B33_1: M.2bis Dewvyser Complet | 13E m 200
[3E 0
190 190 200
o1 [z385] 7 [z274)
1600
1200 ¢ r
200 M.2bis_pl38S3_1: M2bis Devyser Complet |1
400 181
o a1 450 40 4 a0 40
13E 15E
« 300
P.2bis_pl9E93_13 |P.2bis Devyser Complet |13E
400
[3E
130 130 200 0
1600 M Jasta
1200
a r
00
o P.2bis_pl9E93 13 F2hiz Dewyser Complet |18
0 8y
440 450 ] 470 40 ]
11670
1200
<]
00
400
0
m 1103
‘ Hi-

s M Fl
. 9/4/2018
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Conclusione




Foglio1

		TESSUTO ESAMINATO		TIPO DI ANALISI		% LINEA XX		% LINEA XY

		Sangue periferico 1° prelievo		Estrazione diretta + QF-PCR		50%		50%

		Sangue periferico 2° prelievo		Estrazione diretta + QF-PCR		50%		50%

		Sangue periferico 2° prelievo		Coltura linfociti + cariotipo		29%		71%
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